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Understanding the Association of Interleukin �6 Gene 572 /C /> /G Polymorphism 
with Human Health

Interleukin �6 (IL �6) is a pivotal cytokine that orchestrates the immune response, inflammation, and metabolic

regulation. A single nucleotide change in the promoter region of the IL �6 gene—specifically the 572 C > G

polymorphism—has attracted considerable scientific interest. Researchers have investigated whether this genetic

variant influences disease risk, disease progression, and treatment response across a wide spectrum of conditions,

from cardiovascular disease to cancer and autoimmune disorders. In this comprehensive review, we examine the

current evidence, explore the biological mechanisms, and discuss the clinical implications of the IL �6 572 C > G

polymorphism.

1. What Is the IL �6 572 /C /> /G Polymorphism?

1.1. Gene Location and Nomenclature

The IL �6 gene is located on chromosome 7p21.2. The 572 /C /> /G polymorphism, also known as rs1800795, resides in 

the promoter region 572 base pairs upstream of the transcription start site. This single �nucleotide polymorphism

(SNP) can be either cytosine (C) or guanine (G), creating three possible genotypes: CC, CG, and GG. Because it

lies in a regulatory region, the SNP can affect transcription factor binding and thus alter IL �6 expression levels.

1.2. Functional Consequences

In vitro studies have shown that the G allele enhances promoter activity, leading to higher IL �6 transcription.

Elevated IL �6 levels have been linked to chronic inflammation, a known driver of many diseases. Consequently,

individuals carrying the G allele may exhibit a pro �inflammatory phenotype, predisposing them to conditions where

inflammation plays a central role.

2. Methodologies Used to Study the Polymorphism

2.1. Genotyping Techniques

Researchers employ several genotyping methods, including polymerase chain reaction (PCR) followed by

restriction fragment length polymorphism (RFLP) analysis, allele �specific PCR, and high �throughput SNP arrays.

More recently, next �generation sequencing has provided precise genotype calls and allowed simultaneous

assessment of multiple polymorphisms.

2.2. Study Designs

Association studies range from case–control and cohort designs to meta �analyses. Case–control studies compare

genotype frequencies between affected individuals and healthy controls. Cohort studies follow participants over

time to observe disease incidence. Meta �analyses aggregate data from multiple studies to increase statistical power

and resolve inconsistencies.

2.3. Statistical Considerations

Key metrics include odds ratios (OR), relative risks (RR), confidence intervals (CI), and p �values. Researchers also



evaluate heterogeneity (I² statistic) and publication bias using funnel plots. Adjustments for confounders such as

age, sex, ethnicity, and environmental exposures are essential to isolate the genetic effect.

3. Disease Areas with Strongest Evidence

3.1. Cardiovascular Disease

Elevated IL �6 is a well �established risk factor for atherosclerosis and myocardial infarction. Multiple studies have

examined the IL �6 572 /C /> /G variant in relation to coronary artery disease (CAD) and stroke.

•  Meta �analysis of 12 studies (15,000 participants): Individuals with the G allele had a 1.25 �fold increased risk of 

CAD (OR /= /1.25, 95 /% /CI /= /1.08–1.44, p /= /0.003).

•  Prospective cohort (10 �year follow �up): GG carriers exhibited higher baseline IL �6 levels and a 30 /% higher 

incidence of ischemic events compared to CC carriers.

•  Ethnic variation: The association was strongest in East Asian populations (OR /= /1.40) and weaker in European 

cohorts (OR /= /1.10).

3.2. Autoimmune Disorders

Autoimmune diseases such as rheumatoid arthritis (RA), systemic lupus erythematosus (SLE), and inflammatory

bowel disease (IBD) involve dysregulated cytokine networks.

•  Rheumatoid arthritis: A large case–control study of 2,500 RA patients reported that GG carriers had a 1.5 �fold 

higher risk of developing RA (OR /= /1.48, 95 /% /CI /= /1.20–1.83). Additionally, GG genotype correlated with higher 

disease activity scores.

•  Systemic lupus erythematosus: Meta �analysis of 8 studies found a modest association (OR /= /1.22, 

95 /% /CI /= /1.05–1.42). The effect was more pronounced in female patients.

•  Inflammatory bowel disease: Studies on Crohn’s disease and ulcerative colitis show inconsistent results; a 

pooled analysis suggests a weak association (OR /"H /1.15).

3.3. Cancer Susceptibility and Progression

Chronic inflammation fuels tumorigenesis. The IL �6 572 C > G polymorphism has been investigated across various

malignancies.

•  Breast cancer: A meta �analysis of 14 studies (5,200 cases) revealed that GG carriers had a 1.30 �fold increased 

risk (OR /= /1.30, 95 /% /CI /= /1.12–1.50). Moreover, GG genotype was associated with larger tumor size and lymph node 

involvement.

•  Colorectal cancer: Evidence is mixed; some studies show a protective effect of the C allele, while others find 

no significant association.

•  Prostate cancer: The G allele has been linked to higher PSA levels and earlier onset in a cohort of 1,800 men.

3.4. Metabolic and Neurodegenerative Disorders

IL �6 influences insulin resistance and neuroinflammation.

•  Type 2 diabetes: A case–control study in an Asian population found GG carriers had a 1.2 �fold higher risk of 

developing type 2 diabetes (OR /= /1.23, 95 /% /CI /= /1.05–1.44).

•  Alzheimer’s disease: Data are limited, but a small cohort study suggests higher IL �6 levels in GG carriers may 

accelerate cognitive decline.

4. Biological Mechanisms Linking the Polymorphism to Disease

4.1. Transcription Factor Binding



The 572 C > G substitution creates a binding site for the transcription factor NF �;¤ . Enhanced NF �;¤ binding leads to

increased transcriptional activity of the IL �6 promoter, resulting in higher circulating IL �6 concentrations.

4.2. Signal Transduction Amplification

IL �6 signals through the gp130/JAK/STAT3 pathway. Elevated IL �6 amplifies downstream signaling, promoting

endothelial dysfunction, fibroblast proliferation, and immune cell activation—all contributors to atherogenesis and

tumor progression.

4.3. Interaction with Other Cytokines

IL �6 synergizes with tumor necrosis factor �;� (TNF �;�• and interleukin �1; (IL �1;"’à The G allele may magnify these interactions,

leading to a hyperinflammatory state that accelerates disease processes.

5. Gene–Environment Interactions

Genetic susceptibility does not act in isolation. Lifestyle factors such as diet, smoking, and physical activity

modulate IL �6 levels and can influence the penetrance of the 572 /C /> /G variant.

•  Smoking: Smokers with the GG genotype exhibit markedly higher IL �6 levels compared to non �smokers, 

suggesting a synergistic effect.

•  Dietary patterns: Mediterranean diets rich in omega �3 fatty acids attenuate IL �6 production, potentially 

mitigating the genetic risk.

•  Physical activity: Regular exercise lowers systemic inflammation; GG carriers who maintain an active lifestyle 

show IL �6 levels comparable to CC carriers.

6. Clinical Implications and Future Directions

6.1. Risk Stratification

Genotyping for the IL �6 572 C > G polymorphism could help identify individuals at higher risk for cardiovascular

disease, RA, and certain cancers. Combined with traditional risk factors, it may improve predictive models.

6.2. Personalized Medicine

Understanding a patient’s IL �6 genotype could inform therapeutic decisions. For instance, GG carriers may benefit

from early initiation of anti �inflammatory therapies (e.g., IL �6 receptor antagonists such as tocilizumab) or more

aggressive lipid �lowering strategies.

6.3. Pharmacogenomics

Drug response studies indicate that the G allele may predict a better response to IL �6 blockade in RA patients.

Conversely, in certain cancers, high IL �6 levels may confer resistance to chemotherapy, suggesting a need for

adjunctive anti �IL �6 treatment.

6.4. Research Gaps

•  Population diversity: Most studies focus on European and East Asian cohorts; data from African, Latin 

American, and Indigenous populations are sparse.

•  Longitudinal data: Prospective studies with repeated IL �6 measurements are needed to delineate causal 

pathways.

•  Functional assays: In vivo models that mimic human polymorphism variants would clarify mechanistic links.

•  Gene �gene interactions: IL �6 interacts with numerous cytokine genes; comprehensive polygenic risk scores 

may provide a more accurate risk assessment.



7. Practical Takeaways for Clinicians and Researchers

1.  Screening for the IL �6 572 /C /> /G variant can complement conventional risk assessment tools, especially in 

patients with a strong family history of inflammatory or cardiovascular disease.

2.  Lifestyle interventions (smoking cessation, Mediterranean diet, regular exercise) remain crucial for all 

patients, regardless of genotype.

3.  Consider IL �6 blockade in GG carriers with refractory RA or other cytokine �driven conditions, but weigh 

benefits against potential immunosuppression.

4.  In research, prioritize multi �ethnic cohorts and longitudinal designs to validate findings and uncover 

population �specific effects.

Conclusion

The IL �6 572 C > G polymorphism represents a compelling example of how a single nucleotide change can influence

complex disease phenotypes. While the G allele is consistently associated with elevated IL �6 expression and a

heightened risk of inflammatory, cardiovascular, and certain oncologic conditions, the magnitude of its effect varies

across diseases and populations. Future research should focus on integrating genetic data with environmental

exposures and other biomarkers to refine risk prediction models and develop tailored therapeutic strategies. As the

field of precision medicine advances, the IL �6 572 /C /> /G polymorphism will likely play an increasingly important role in 

guiding clinical decision �making and improving patient outcomes.
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